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The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following compiuter readable 
form: 

Application Serial Number: 



Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ^ 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RuLeS INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: Datin21help@usDto.gov or phone 703-306-4119 (R Wax) 
PATENTED 3.0 e-mail help: patin3help(%uspto.gov or phone 703-306-4119 (R.>yax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE ^CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 




Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§L821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/824,787 



DATE: 04/19/2001 
TIME: 12:22:38 



Input Set : A:\seqlist_1821 0040001.txt 
Output Set: N:\CRF3\04192001\I824787.raw 



Does Not Comply 
Corrected Diskette Needed 

/4 



4 <110> APPLICANT: Zauderer, Maurice 

5 Evans, Elizabeth E. 

6 Borrello, Melinda A. 

8 <120> TITLE OF INVENTION: Gene Differentially Expressed in Breast Cancer and 

9 Encoded Polypeptides 

11 <130> FILE REFERENCE: 1821.0040001 

13 <140> CURRENT APPLICATION NUMBER: US/09/824,787 

14 <141> CURRENT FILING DATE: 2001-04-04 

16 <150> PRIOR APPLICATION NUMBER: 60/194,463 

17 <151> PRIOR FILING DATE: 2000-04-04 
19 <160> NUMBER OF SEQ ID NOS : 84 

21 <170> SOFTWARE: Patentin Ver. 2.1 



ERRORED SEQUENCES 
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<210> SEQ ID NO: 4 

<211> LENGTH: 621 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE:, 4 

ggggcccgag cg^^u^ccag cg^^ga^g 
tcccgaggag gtcgagccgg gcagtggggt 
cggcttcgag gctacctacc tggagctggc 
cgagatcgag tcgcgcctcg ggggcacagg 
gtgttctcca agctggagaa tgggggcttt 
cgaagagcca gtaatggaga aaccctagaa 
gtcatcctgt gacttgcaca ggactctggg 
tggtctccct ttggtcctgc tgggaagctc 
agcaaagaga ncctggcctc caatttgccc 
tggccttggg gaagganaaa aaatntccat 
ggtaantccc agaaaaccaa t 
<210> SEQ ID NO: 5 
<211> LENGTH: 683 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 5 
gagccggggc agacgtccgt agcgccccct 
cgcatcgtgg tggagtactg tgaaccctgc 
agtgctgtga aggagcagta tccgggcatc 
gcctttgaga tagagataaa tggacagctg 
ccctatgaga aagatctcat tgaggccatc 
aagatcacca acagccgtcc tccctgcgtc 
tgctctgttc tggggtccaa accttggtct 
ctctgtcccc tacttagctc cttagcaaag 
acaaagaagg aatagaagat tccgtggcct 
cacttctcca gccacctcat acccccttcc 



ccggga 

ccgcatcgtg 
cagtgctgtg 
tgctttgaga 
ccctatgaga 
aagatcacca 
gttcctgctc 
cccctgcctc 
tttgggtaca 
aaanttttca 



cagacgtccg 

gtggagtact 
aaggagcagt 
tagagataaa 
aagatctcat 
acaagcccgt 
tgttctgggg 
tttcccctaa 
aagaaggaat 
ggcaactnaa 



tagcgccccc 

gtgaaccctg 
atccgggcat 
tggacagctg 
tgaggccatc 
cctcccttgc 
gtccaaacct 
ttagctctta 
agaanatccg 
acccnttcca 



60 ^iv^ 



cccgaggagg 
ggcttcgagg 
gagatcgagt 
gtgttctcca 
cgaagagcca 
atcctgtgac 
ccctttggtc 
agaccctggc 
tgggggcagg 
cagggtaagt 



tcgagccggg 
cgacctacct 
cgcgcctcgg 
agctggagaa 
gtaatggaga 
tgcacaggac 
ctgctgggag 
ctccactttg 
agagagacac 
gcccacgaaa 



120 
180 
240 
300 
360 
420 
480 
540 
600 
621 



cagtggggtc 60 
ggagctggcc 120 
gggcacaggt 180 
tgggggcttt 240 
aaccctagaa 300 
tctgggttcc 360 
ctccccctgc 420 
ccctttgggt 480 
tctccatgaa 540 
gcccagtcca 600 



0 
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Jj /o 

E--> 14 3 ctcttcgnct cggtaatacc tgtctgatgc cacagatttt atttattctc ccctaaccca 660 y^J^^^^^^ ' 

144 gggcaatgtc agctattgcc agt 683 

147 <210> SEQ ID NO: 6 

148 <211> LENGTH: 490 

149 <212> TYPE: DNA 

150 <213> ORGANISM: Homo sapiens 
152 <400> SEQUENCE: 6 

E--> 153 gattcggcac gngggcnagg gannggggca gacgtccgta gcgccccctc ccgaggaggt 60 
E--> 154 cgagnimggc agtggggtcc gcatcgtggt ggagtactgt gaaccctgcg gcttcgaggc 120 

155 gacctacctg gagctggcca gtgctgtgaa ggagcagtat ccgggcatcg agatcgagtc 180 

156 gcgcctcggg ggcacaggtg ctttgagata gagataaatg gacagctggt gttctccaag 240 

157 ctggagaatg ggggctttcc ctatgagaaa gatctcattg aggccatccg aagaagccag 300 

158 taatggagaa accctagaaa agatcaccaa caagcccgtc ctccctgcgt catcctgtga 360 

159 ctgcacagga ctctgggttc ctgctctgtt ctggggtcca aaccttggtc tccctttggt 420 
E--> 160 cctgctggga gntccccctg cctctttccc ctanttagct ncttagcaaa gagaccctgg 4 80 
E--> 161 cctccacttn 490 

164 <210> SEQ ID NO: 7 

165 <211> LENGTH: 557 

166 <212> TYPE: DNA 

167 <213> ORGANISM: Homo sapiens 
169 <400> SEQUENCE: 7 

E--> 170 cgtccgtagc gccccctccc gaggaggnct gagccgggca gtggggtccg catcgtggtg 6 

171 gagtactgtg aaccctgcgg cttcgaggcg acctacctgg agctggccag tgctgtgaag 120 

172 gagcagtatc cgggcatcga gatcgagtcg cgcctcgggg gcacaggtgc tttgagatag 180 

173 agataaatgg acagctggtg ttctccaagc tggagaatgg gggctttccc tatgagaaag 240 

174 atctcattga ggccatccga agagccagta atggaagaaa ccctagaaaa gatcaccaac 300 

175 agccgtcctc ccttgcgtca tcctgtgact tgcacaggac tctgggttcc tgctctgttc 3 60 

176 ttggggtcca aacctttggt ctccctttgg tcctgctggg aagctccccc tgcctctttt 420 

177 cccctactta agctccttta gcaaagaaga acctgggcct tccacttttg cccttttggg 480 
E--> 178 gtacaaaaga aggaattaga aganttccgt gggcctttgg gggcaangaa gaagagaaac 54 0 
E--> 179 tcttnccatt gaacaat 557 

182 <210> SEQ ID NO: 8 

183 <211> LENGTH: 508 

184 <212> TYPE: DNA 

185 <213> ORGANISM: Homo sapiens 
187 <400> SEQUENCE: 8 

E--> 188 ggcccgagcg gnngccagnn gantgangag nangccgggg cagncgtccg tagcgccccc 60 

189 tcccgaggag gtcgagccgg gcagtggggt ccgcatcgtg gtggagtact gtgaaccctg 120 

190 cggcttcgag gcgacctacc tggagctggc cagtgctgtg aaggagcagt atccgggcat 180 

191 cgagatcgag tcgcgcctcg ggggcacagg tgcctttgag atagagataa atggacagct 240 

192 ggtgttctcc aagctggaga atgggggctt tccctatgag aaagatctca ttgaggccat 300 

193 ccgaagagcc agtaatggag aaaccctaga aaagatcacc aacagccgtc ctccctgcgt 360 

194 catcctgtga ctgcacagga ctctgggttc ctgctctgtt ctggggtcca aaccttggtc 420 
E--> 195 tccctttggt cctgctggga gntccccctg gctcttttcc cctacttaag ctccttaagc 4 80 

196 aaagaagacc ctggcctcca attttgtt 508 



259 <210> SEQ ID NO: 13 

260 <211> LENGTH: 469 

261 <212> TYPE: DNA 

262 <213> ORGANISM: Homo sapiens 



3 
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RAW SEQUENCE LISTING DATE: 04/19/2001 

PATENT APPLICATION: US/09/824,787 TIME: 12:22:38 

Input Set : A:\seqlist_1821 0040001.txt 
Output Set: N:\CRF3\04192001\I824787.raw 

264 <400> SEQUENCE: 13 

265 ccggagcaga cgtccgtagc gccccctccc gaggaggtcg agccgggcag tggggtccgc 60 

266 atcgtggtgg agtactgtga accctgcggc ttcgaggcga cctacctgga gctggccagt 120 

267 gctgtgaagg agcagtatcc gggcatcgag atcgagtcgc gcctcggggg cacaggtgcc 180 

268 tttgagatag agataaatgg acagctggtg ttctccaagc tggagaatgg gggctttccc 240 

269 tatgagaaag atctcattga ggccatccga agagccagta atggagaaac cctagaaaag 300 

270 atcaccaaca gccgtcctcc ctgcgtcatc ctgttgactt gcacaggact ttgggttcct 360 
E--> 271 gctctgttct tggggtccaa acctttggtc ttcccttttg ttcctgnttg gggagntccc 4 20 
E--> 272 ccttgcnttt ttcccttatt taggtncttt agcaaagaga ncttggctt 4 69 

275 <210> SEQ ID NO: 14 

276 <211> LENGTH: 608 

277 <212> TYPE: DNA 

278 <213> ORGANISM: Homo sapiens 
280 <400> SEQUENCE: 14 

E--> 281 caggggccga gcggnngcca gcgacngacg ngangccggg gcagacgtcc gtagcgcccc 60 

282 ctcccgagga ggtcgagccg ggcagtgggg tccgcatcgt ggtggagtac tgtgaaccct 120 

283 gcggcttcga ggcgacctac ctggagctgg ccagtgctgt gaaggagcag tatccgggca 180 

284 tcgagatcga gtcgcgcctc gggggcacag gtgcctttga gatagagata aatggacagc 240 

285 tggtgttctc caagctggag aatgggggct ttccctatga gaaagatctc attgaggcca 300 

286 tccgaagagc caagtaatgg agaaacccta gaaaagatca ccaacaagcc cgtcctccct 360 

287 gcgtcatcct gtgactgcac agggactctg ggttcctgct ctcccggatc tgtctccttc 420 

288 ctctagccag cagtatggac agctggaccc cctgaaactt tcctctcctc ttaactgggc 480 
E--> 289 agagtgttgt ctctccccaa atttattaaa actaaaaatg gantncattc ctctgaaagc 54 
E--> 290 aaaacaaatt cataattggg tgatattaat agagagggtt ttcggaagca gatttgntna 60 
E--> 291 tatgnaat 60 

294 <210> SEQ ID NO: 15 

295 <211> LENGTH: 411 

296 <212> TYPE: DNA 

297 <213> ORGANISM: Homo sapiens 
299 <400> SEQUENCE: 15 

E--> 300 ggncgccgnc gantgagnnn nangccgggg cagacgtccg tagcgccccc tcccgaggag 60 
E--> 301 ttngagccgg gcagtggggt ccgcatcgtg gtggagtact gtgaaccctg cggcttcgag 120 

302 gcgacctacc tggagctggc cagtgctgtg aaggagcagt atccgggcat cgagatcgag 180 

303 tcgcgcctcg ggggcacagg tgcttttgag atagagataa atggacagct ggtgttctcc 240 

304 aagctggaga atgggggctt tccctatgag aaagatctca ttgaggccat ccgaagagcc 300 

305 agtaatggag aaaccctaga aaagatcacc aacagccgtt cctccctgcg tcatcctgtg 360 
E--> 306 actgncacag gactctgggt tncctgctct gtttctgggg tccaaacntt g 411 

309 <210> SEQ ID NO: 16 

310 <211> LENGTH: 420 

311 <212> TYPE: DNA 

312 <213> ORGANISM: Homo sapiens 
314 <400> SEQUENCE: 16 

E--> 315 gcgcgnattg agcgtangcc ggggcagacg tcngtagcgc cccctcccga ggagttcgag 60 

316 ccacgcagtg gggtccgcat cgtggtggag tactgtgaac cctgcggctt cgaggcgacc 120 

317 tacctggagc tggccagtgc tgtgaaggag cagtatccgg gcatcgagat cgagtcgcgc 180 

318 ctcgggggca caggtgcttt gagatagaga taaatggaca gctggtgttc tccaagctgg 240 

319 agaatggggg ctttccctat gagaaagatc tcattgaggc catccgaaga gccagtaatg 300 *^ 

320 gagaaaccct agaaaagatc accaacagcc gtcctccctg gcgttcatcc tgtggactgg 360 ^ 



E--> 



321 cacaggactt ctgggtttcc tgctcnggtt tctggggttc caaaccttgg tntccctttt 420 tj^>^ 
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324 <210> SEQ ID NO: 17 

325 <211> LENGTH: 447 

326 <212> TYPE: DNA 

327 <213> ORGANISM: Homo sapiens 
329 <400> SEQUENCE: 17 

E--> 330 gcggcggncc ncgatgaggn gnagccgggg cagacgtccg tagcgccncc tcccgaggag 60 

331 gtcgagccgg gcagtggggt ccgcatcgtg gtggagtact gtgaaccctg cggcttcgag 120 

332 gcgacctacc tggagctggc cagtgctgtg aaggagcagt atccgggcat cgagatcgag 180 

333 tcgcgcctcg ggggcacagg tgcctttgag atagagataa atggacagct ggtgttctcc 24 0 
E--> 334 aagctggaga atnggggctt tccctatgag aaagatctca ttgaggccat ccgaagagcc 300 _ 
E--> 335 agtaatggag aaaccctaga aaagatcacc aacagccgtc ctccctgcgt catcctntga 360 I J/\ 
E--> 336 ctgcacagga cttttgggtt tcctgctctg tttctggggg ttccaaacnt tggtnttccn 420 A/^-^^^1t\^ 
E--> 3 37 tttgtccctg nttgggagct ncccctt 44 7 / 

340 <210> SEQ ID NO: 18 

341 <211> LENGTH: 326 

342 <212> TYPE: DNA 

343 <213> ORGANISM: Homo sapiens 
345 <400> SEQUENCE: 18 

E--> 34 6 gcgaccggat gggagnagcc ggggcagacg tccgtagcgc cccctcccga ggaggtcgag 60 

347 ccgggcagtg gggtccgcat cgtggtggag tactgtgaac cctgcggctt cgaggcgacc 120 

348 tacctggagc tggccagtgc tgtgaaggag cagtatccgg gcatcgagat cgagtcgcgc 180 

349 ctcgggggca caggtgcttt gagatagaga taaatggaca gctggtgttc tccaagctgg 240 

350 agaatggggg ctttccctat gagaaagatc tcattgaggc catccgaaga gccagtaatg 300 

351 gagaaaccct agaaaagatc accaac 326 

354 <210> SEQ ID NO: 19 

355 <211> LENGTH: 584 

356 <212> TYPE: DNA ^ 

357 <213> ORGANISM: Homo sapiens 

359 <400> SEQUENCE: 19 

360 tagcgcnggc ggggagccgg ggcagacgtc cgtagcgccc cctcccgagg aggtcgagcc 60 

361 gggcagtggg gtccgcatcg tggtggagta ctgtgaaccc tgcggcttcg aggcgaccta 120 

362 cctggagctg gccagtgctg tgaaggagca gtatccgggc atcgagatcg agtcgcgcct 180 

363 cgggggcaca ggtgcctttg agatagagat aaatggacag ctggtgttct ccaagctgga 24 0 

364 gaatgggggc tttccctatg agaaagatct cattgaggcc atccgaagag ccagtaatgg 300 

365 agaaacccta gaaaagatca ccaacagccg tcctccctgc gtcatcctgt gactgcacag 360 

366 gactctgggt tcctgctctg ttctggggtc caaaccttgg tctccctttg gtcctgctgg 420 

367 gagctccccc tgcctctttc ccctacttag ctccttagca aagagaccct ggcctccact 480 

368 ttgccctttg ggtacaaaga aggaatagaa gattccgtgg ccttgggggc aggagagaga 540 

369 cactctccat gaacacttct ccagccacct cataccccct tccc 584 

404 <210> SEQ ID NO: 22 

405 <211> LENGTH: 429 

406 <212> TYPE: DNA ^ 

407 <213> ORGANISM: Homo sapiens 

4 09 <400> SEQUENCE: 22 / 
E--> 410 tgggtaattg gattctcacc cctccgccct acgcactgca ctncgactct tagagatccc 60 ^^JA^^^ 

411 cggacgagcc gcagtcagac gtccgtagcg ccccctcccg aggaggttta gccgggcagt 120 

412 ggggtccgca tcgtggtgga gtactgtgaa ccctgcggct tcgaggcgac ctacctggag 180 

413 ctggccagtg ctgtgaagga gcagtatccg ggcatcgaga tcgagtcgcg cctcgggggc 240 

414 acaggtgcct ttgagataga gataaatgga cagctggtgt tctccaagct ggagaatggg 300 



E--> 
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415 ggctttccct atgagaaaga tctcattgag gccatccgaa gagccagtaa tggagaaacc 360 

416 ctagaaaaga tcaccaacag ccgtcctccc tgcgtcatcc tgtgactgca caggactctg 420 

417 ggttcctgc 429 

420 <210> SEQ ID NO: 23 

421 <211> LENGTH: 343 

422 <212> TYPE: DNA 

423 <213> ORGANISM: Homo sapiens 
425 <400> SEQUENCE: 23 

E--> 426 gggcccgagc ggncgccngc gantgagnng tangccgggg cagacgtccg tagcgccccc 60 

427 tcccgaggag tcgagccggg cagtggggtc cgcatcgtgg tggagtactg tgaaccctgc 120 

428 ggcttcgagg cgacctacct ggagctggcc agtgctgtga aggagcagta tccgggcatc 180 

429 gagatcgagt cgcgcctcgg gggcacaggt gctttgagat agagataaat ggacagctgg 240 

430 tgttctccaa gctggagaat gggggctttc cctatgagaa agatctcatt gaggccatcc 300 
E--> 4 31 gaanagccag taatggagaa accctanaaa agatcaccaa cag 34 3 

434 <210> SEQ ID NO: 24 

435 <211> LENGTH: 436 

436 <212> TYPE: DNA 

437 <213> ORGANISM: Homo sapiens 
439 <400> SEQUENCE: 24 

E--> 44 0 atttcggcac agggcncgna ttgagcgnan gccggggcag acgtnnntag cgccccctcc 60 
E--> 441 cgaggagntc gagccgncca gtggggtccg catcgtggtg gagtactgtg aaccctgcgg 120 

442 cttcgaggcg acctacctgg agctggccag tgctgtgaag gagcagtatc cgggcatcga 180 

443 gatcgagtcg cgcctcgggg gcacaggtgc ttttgagata gagataaatg gacagctggt 240 

444 gttctccaag ctggagaatg ggggctttcc ctatgagaaa gatctcattg aggccatccg 300 

445 aagagccagt aatggagaaa ccctagaaaa gatcaccaac agccgtcctc cctgcgtcat 360 
E--> 44 6 cctgtggact gcacaggaac tctgggttnc ctgtcttctg tttctggggg tccaaacctt 4 20 
E--> 44 7 ggttttccct ttggtn 436 

450 <210> SEQ ID NO: 25 

451 <211> LENGTH: 323 

452 <212> TYPE: DNA 

453 <213> ORGANISM: Homo sapiens 

455 <400> SEQUENCE: 25 

456 ccgaggcaga cgtccgtagc gccccctccc gaggaggtcg agccgggcag tggggtccgc 60 
4 57 atcgtggtgg agtactgtga accctgcggc ttcgaggcga cctacctgga gctggccagt 120 

E--> 4 58 nctgtgaagg agcagtatcc gggcatcgag atcgagtcgc gcctcggggg cacaggtgcc 180 
E--> 459 tttgagatag agataaatgg acagctggtg ttctccaagc tggagaatng gggctttccc 240 
4 60 tatgagaaag atctcattga ggccatccga agagccagta atggagaaac cctagaaaag 300 
E--> 461 atcaccaaca gccgtcctnc ctg 323 

464 <210> SEQ ID NO: 26 

465 <211> LENGTH: 389 

466 <212> TYPE: DNA 

4 67 <213> ORGANISM: Homo sapiens 

469 <400> SEQUENCE: 26 ^ fo 

E--> 4 70 gccnggagca gacgtccgta gcgccccctc ccgaggaggt cgagccgggc agtcngggtc 60 y^^^^^'^^ 

All cgcatcgtgg tggagtactg tgaaccctgc ggcttcgagg cgacctacct ggagctggcc 120 

472 agtgctgtga aggagcagta tccgggcatc gagatcgagt cgcgcctcgg gggcacaggt 180 

473 gcctttgaga tagagataaa tggacagctg gtgttctcca agctggagaa tgggggcttt 240 

474 ccctatgaga aagatctcat tgaggccatc cgaagagcca gtaatggaga aaccctagaa 300 
4 75 aagatcacca acagccgtcc tccctgcgtt catcctgttg actgcacagg acttctgggt 360 
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E--> 
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E--> 
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Input Set : A:\seqlist_1821 0040001.txt 
Output Set: N:\CRF3\04192001\I824787.raw 

4 76 tcctngttct gttcttgggg ttccaaact 

479 <210> SEQ ID NO: 27 

480 <211> LENGTH: 460 

481 <212> TYPE: DNA 

482 <213> ORGANISM: Homo sapiens 
484 <400> SEQUENCE: 27 

4 85 agntcgagcc gggcagtggg gtccgcatcg tggtggagta ctgtgaaccc 

486 aggcgaccta cctggagctg gccagtgctg tgaaggagca gtatccgggc 
4 87 agtcgcgcct cgggggcaca ggtgcttttg agatagagat aaatggacag 

488 ccaagctgga gaatgggggc tttccctatg agaaagatct cattgaggcc 

489 ccagtaatgg agaaacccta gaaaagatca ccaacagccg tcctccctgc 
4 90 gactgcacag gactctgggg tcctgcttct ggttctnggg gtccaaaact 
4 91 ttttgggcct gcttgggact ttcccctggc tcnttttccc caatttagct 
4 92 aaaagaanct tgggcttcan atttgncctt ttgggaaaag 

495 <210> SEQ ID NO: 28 

496 <211> LENGTH: 436 

497 <212> TYPE: DNA 

498 <213> ORGANISM: Homo sapiens 

500 <400> SEQUENCE: 28 

501 aagaaagtga accctgcggc ttcgaggcga cctacctgga gctggccagt 

502 agcagtatcc gggcatcgag atcgagtcgc gcctcggggg cacaggtgct 
50 3 gataaatgga cagctggtgt tctccaagct ggagaatggg ggctttccct 

504 tctcattgag gccatccgaa gagccagtaa tggagaaacc ctagaaaaga 

505 ccgtcctccc tgcgtcatcc tgtgactgca caggactnac tctgggttcc 

506 tggggtccaa accttgggtc tcactttggt cctgctggga agctccccct 

507 ccctacttaa gctccntaag caaaagagaa ccttgggcct ccaantttgg 

508 acaaaaagaa aggnat 

511 <210> SEQ ID NO: 29 

512 <211> LENGTH: 391 

513 <212> TYPE: DNA 

514 <213> ORGANISM: Homo sapiens 

516 <400> SEQUENCE: 29 

517 cggcacncgc ggattgaggt gnangccggg gcagacgtcc gtagcgcccc 

518 gttcgagccg ggcagtgggg tccgcatcgt ggtggagtac tgtgaaccct 

519 ggcgacctac ctggagctgg ccagtgctgt gaaggagcag tatccgggca 

520 gtcgcgcctc gggggcacag gtgcttttna gatagagata aatggacagc 

521 caagctggag aatnggggct ttccctatga gaaagatctt cattgaggcc 

522 ccagtaatng agaaacccta gaaaagatca ccaacagccg tccttccttg 

523 gttnacttnc acaaggattc ttgggtttcc t 



389 



tgcggcttcg 

atcgagatcg 
ctggtgttct 
atccgaagag 
gtcatcctgt 
tgggtcttcc 
cccttagnca 



60 

120 

180 

240 

300 

360 

420 

460 



gctgtgaagg 60 
ttgagataga 120 
atgagaaaga 180 
tcaccaacag 240 
tgctctgttc 300 
gcctcttttc 360 
ccctttnggt 4 20 
436 



lo 




ctcccgagga 60 
gcggcttcga 120 
tcgagatcga 180 
tggtgttctc 24 0 
atccgaagag 300 
cgtncatcct 3 60 
391 



lo 




Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields f each sequence which presents at least one n r Xaa. 
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VERIFICATION SUMMARY DATE: 04/19/2001 

PATENT APPLICATION: US/09/824,787 TIME: 12:22:40 



Input Set : A:\seqlist_1821 0040001, txt 
Output Set: N:\CRF3\04192001\l824787.raw 

L:13 M:270 C: Current Application Number differs, Replaced Application Number 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



L 


: 114 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


:4 


M 


: 340 


Repeated 


in SeqNo= 


=4 


















L 


143 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


: 5 


L 


153 


M:340 E: 


(46) " n " 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


: 6 


M 


340 


Repeated 


in SeqNo= 


= 6 


















L 


170 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


: 7 


M 


340 


Repeated 


in SeqNo= 


=7 


















L 


188 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


: 8 


M 


340 


Repeated 


in SeqNo= 


= 8 


















L 


271 


M: 340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


:13 


M 


340 


Repeated 


in SeqNo= 


=13 


















L 


281 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


:14 


M 


340 


Repeated 


in SeqNo= 


=14 


















L 


300 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


:15 


M 


340 


Repeated 


in SeqNo= 


=15 


















L 


315 


M: 340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


:16 


M 


340 


Repeated 


in SeqNo= 


=16 


















L 


330 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


:17 


M 


340 


Repeated 


in SeqNo= 


=17 


















L 


346 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


18 


L 


360 


M: 340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


19 


L 


410 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


22 


L: 


426 


M:340 E: 


(46) " n " 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID# 


23 


M: 


340 


Repeated 


in SeqNo= 


^23 


















L: 


440 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


24 


M: 


340 


Repeated 


in SeqNo= 


=24 


















L : 


458 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


25 


M: 


340 


Repeated 


in SeqNo= 


= 25 


















L: 


470 


M:340 E: 


(46) " n " 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


26 


M: 


340 


Repeated 


in SeqNo= 


=26 


















L: 


485 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


27 


M: 


340 


Repeated 


in SeqNo= 


=27 


















L: 


505 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


28 


M: 


340 


Repeated 


in SeqNo= 


= 28 


















L: 


517 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# : 


29 


M: 


340 


Repeated 


in SeqNo= 


=29 


















L: 


532 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# : 


30 


M: 


340 


Repeated 


in SeqNo= 


=30 


















L: 


550 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID#: 


31 


M: 


340 


Repeated 


in SeqNo= 


31 


















L: 


561 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used: 


Feature 


required, 


for 


SEQ 


ID# : 


32 


M: 


340 


Repeated 


in SeqNo= 


32 


















L: 


592 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# : 


34 


M: 


340 


Repeated 


in SeqNo= 


34 


















L: 


612 


M:340 E: 


(46) "n" 


or 


"Xaa" 


used: 


Feature 


required, 


for 


SEQ 


ID# : 


35 


M: 


340 


Repeated 


in SeqNo= 


35 
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VERIFICATION SUMMARY DATE: 04/19/2001 

PATENT APPLICATION: US/09/824,787 TIME: 12:22:40 

Input Set : A:\seqlist_1821 0040001.txt 
Output Set: N:\CRF3\0419200I\I824787.raw 

L:624 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:36 

L:637 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:37 
M:340 Repeated in SeqNo=37 

L:654 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:38 
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